PC10960AGPR 



Figure 1 

5 



BLAST search 
against 
SwissProt 



Identify gene family 



ClustalW comparison 
with SwissProt top hit 



Demonstrates global alignment 



BLAST against non- 
redundant GPCR db 



Demonstrates GPCR sub-family 



30 



35 



PCI 0960 AGPR 



Figure 2 
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ClustalW Alignment of PFI-020 with P2U purinoceptor 1 (P2U1) 

P2U1. . MAADLGPWNDTINGTWDGD ELGYR CRFNEDFKYVLLPVSYGV 

10 PFI-02 0. . MLSILLPSRGSRSGSRRGALLLEGASRDMEKVDMNTSQEQGLCQFSEKYKQVYLSLAYSI 

P2U1 . . VCVLGLCLNAVALYIFLCRLKTWNASTTYMFHLAVSDALYAASLPLLVYYYARGDHWPFS 
PFI-020. . I F I LGL PLNGTVL WHS WGQTKRWS CATT YLVNLMVADLLYVL - LPFL I IT YS LDDRWPFG 
15 : :*** **...*: : * *..:***:.:* *:* **. ** : * : * : .*:***. 

P2U1 . . TVLCKL VRFLF YTNL YC S I L FLTC I S VHRCLGVLRPLRSLRWGRAR YARRVAGAVWVLVL 

PFI-020 . . ELLCKLVHFLF YINL YGS ILLLTCI S VHQFLGVCHPLCSLP YRTRRHAWLGTSTTWALW 
20 .****:**** *** *** : ******* : *** : ** . ....*.**. 

P2U1 . . ACQAPVLYFVTTSARGGRVTCHDTSAPELFSRFVAYSSVMLGLLFAVPFAVILVCYVLMA 
PFI -020.. LQLLPTLAFSHTDYINGQMIWYDMTSQENFDRLFAYGIVLTLSGFLSLLGHFGVLFTDGQ 

25 P2U1 . . RRLLKPAYGTSGGLPRAKRKSVRTIAWLAVFALCFLPFHVTRTLYYSFRSLDLSCHTLN 
PFI -020.. EPDQ- -ARGEPHEDRQ- -HSPSQVHPDHPTGVWPLHPLFCALP- YHSLLLPHHLLS 

P2U1 . . AINMAYKVTRPLASANSCLDPVLYFLAGQRLVRFARDAKPPTGPSPATPARRRLGLRRSD 
30 PFI-020.. AFSG LPALDGSQCG L QDMEASGECEQLPQ- PS PVLS FK— GGKNRVR 
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Figure 3: Stimulation of PFI-020 by 2-methyl-thio-ADP 




Figure 4: Stimulation of PFI-020 by UTP 
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Figure 5: Stimulation of PFI-020 by 2-chIoro-ATP 
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